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Re-examination of the sequencing chromatograms revealed
inconsistencies in the calling of three nucleotides in the rat
msl cDNA between different clones. Subsequent re-sequenc-
ing has confirmed the presence of errors in the published msl
sequence. Specifically, in the published sequence T nucleotides
are erroneously inserted in the coding region at positions 978
and 1174, and there is a substitution error of T instead of C in
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the 3’-untranslated region at position 1189. The consequence
of these errors is that the deduced protein size of 317 aa is
incorrect.

The correct full-length cDNA for ms1 is 1285 bp and codes
for a predicted protein of 375 aa. An amended Fig. 3A and
legend are given below.

ACATTCCCTCTTTAGCCAGTGCCTAGGCTGTCAGCAGAGAAGAAACAGGTAGCATGGCTC 60
M A P 3
CTGGAGAAACTGTAAGGGAGGCGGGGCCGGCCAAGAGTGCCCTCCAGAAGGTCCGCAGAG 120
G ETVREA AGT PA ATZ KT SA ATLTO QI KJVR R A 23
CAACCCTGGTGATCAACTTGGCCCGAGGATGGCAGCAGTGGGCGAATGAGAACAGTACCA 180
L ARG W Q W A N S T R 43

GACAGGCCCAGGA GCCTGCAGGCTGGCTGCCAGGAGCAACTCAAGACCTACCTCACACTC 240
E PAGWULZPGA AT Q P H T P 63
CTAAAGAACCGGGTCCTCGCCAGCATGCCCCCAAACCTCCGTCTCCAAAGCCAGATGGAG 300
K E P G A P K PP S P D G D 83
ACAGAGAGGGACGAGGCTCTGAGGAAGCCACGGAGGTCTCCCATATCARAAGGAAAGAGG 360
REGRTGSETEA ATTEVSHTITZ KT RTZEKE V 103
TGACCAGAACGGTTGTCAGTAAGGCGTATGAGAGAGGAGGAGATGTGAACTACCTGAGCC 420
T V V S K Y ER GG D V N L S H 123
ACAGGTACGAGCATGATGGCGGCGTGTCTGAAGCGGTCCAGCCAGACAATGACATTGACA 480
R Y E HD GGV S EA AV Q PDNTDTI D R 143
GAATCCTCCTCAGTCACGACTCGCCAACGCGGAGAAGARAATGCACCAACTTGGTATCTA 540
S HD S P T RURTR K C vV S K 163
AGCTGACCARAGGCTGGAAAGTGATGGAACAGGAGGAGCCCAAGTGGAAGAGTGACAGCA 600
L T K GWIZXKJVMETG QETETPTE KTWIZ K S D S I 183
TAGACACAGAGGACAGTGGCTACGGAGGGGACATGGAGGAGAGGCCTGAGCAAGATGTAG 660
D TEDSGTYGGTDMETETRTPE QD V A 203
CGCAGGTGGCTGCTGCCAGGATTAAACGCCCCTTGCACTCCCAGGCARACAGATACTCAG 720
A ARTIKTRPL S Q ANR Y S E 223
AGACACTCAACTGTAAGGCCCATCGGAAATACAGCCAAGTGGACAACTTGARAGGCAGGT 780
T L NC KA HRIEKZY S QVDNTLIE KG R W 243
GGCAGCAGTGGGCCGATGAACACATACAGTCACAGAAGCTCAACCCCTTCAGTGATGAAT 840
Q Q WADETHTIG QS QZ KTLNTPTF S DE F 263
TTGACTATGACCTAGCCATGTCCACTCGACTCCACAAGGGAGACGAGGGATATGGCCGCC 900
DY DLAMSTRTULTUEHZEKTGTDTETGT Y G R P 283
CAAAAGAGGGAAGCAAGACAGCTGAAAGGGCCAAGAGAGCCGAGGAGCACATCTATCGGG 960
K E G S KT AETRTATZKT RAEETHTI Y R E 303
AAATTATGGAATTGTGCTTTGTTATCCGCACAATGGCTCGCCATAGACGAGATGGCAAGA 1020
I M ELCTFVIRTMATRTET RTERTDG K I 323
TCCAGGTTACTTTCGGAGAACTCTTTGATAGATATGTTCGAATTTCAGATAAAGTGGTGG 1080
V TFGETLTFTDTR R Y V K V V G 343
GCATCCTCATGCGTGCCAGGAAACACGGACTGGTGCACTTTGAAGGGGAGATGCTATGGC 1140
I L MRARTIEKTUBHTGTLVHTFEFTETG GTEMTL W Q 363
AAGGCAAAGATGACCATGTTGTGATTACTCTCCTTGAGTAAGCCCTCAATAAATCAACCT 1200
G K DDHUV UV ITTLTULE * 375
GCCATTGTTTTACTATTAAATGATAATGTATTATAAGTTCAAAGGCAAACTGCTCTGGAR 1260

TGTTATCAATATTAAATGATTTATT 1285

Fig. 3. A: Full-length cDNA (5’ to 3’) and putative protein se-
quence of msl. The 5" and 3’ RACE products are indicated by
shaded regions of the nucleotide sequence, and the translation start
(ATG) and stop (*) codon coding for the longest open reading
frame are shown in bold. The putative polyadenylation signals are
in bold.
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